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PERSONAL INFORMATION

*Family name, First name: Stokke, Runar

*Nationality: Norwegian
Researcher unique identifier(s) (ORCID, ResearcherID, etc.): ORCID:0000-0002-6056-7119

EDUCATION

2006

2003

PhD. Microbiology: Dissertation date: 30.11.2006.
Department of Biology, University of Bergen, Norway.
Title: Biological adaptations to extreme temperatures.
Main supervisor: Nils-Kére Birkeland

Cand.Scient/Master in Microbiology

(former) Department of Microbiology, University of Bergen, Norway.

Thesis: Cloning, expression and characterization of recombinant isocitrate dehydrogenase
from Methylococcus capsulatus and Thermoplasma acidophilum.

Main supervisor: Nils-Kére Birkeland

CURRENT AND PREVIOUS POSITIONS

2017-

2013-2016

2011-2013

2008-2011

2007-2008

2007

Current Position

Permanently employed researcher at the Department of Biological Sciences, University of
Bergen (UIB), Norway. WP-leader for Biodiscovery and Bioprospecting at the KGJ-Centre
for Deep Sea Research at UIB. From 2016-2018, acting WP-leader in the national
Biotechnology project NorZymeD and part of the post-project group. In addition, I was a
researcher in the EU-funded biotechnology project INMARE from 01.01-05.12.2017.

Researcher at Department of Biology/Centre for Geobiology on the national Biotek2021
project NorZymeD; “Enzyme development for Norwegian biomass - mining Norwegian

biodiversity for seizing Norwegian opportunities in the bio-based economy”.

Researcher at Centre for Geobiology on the Project Biogoldmine, ”Mining of a Norwegian
biogoldmine through metagenomics” (NFR-Biotek 2021- RCN208491).

Post.Doc position at Centre for Geobiology within the research program “Roots of Life”.
Research Fellow at the Centre for Geobiology. Sulfate metabolism in Archaeoglobus fulgidus.
Temporary employed as over engineer (50%) to develop proteomic tools for physiological

studies of microorganisms involved in central biogeochemical cycles in extreme
environments.

TEACHING AND SUPERVISION OF GRADUATE STUDENTS/RESEARCH FELLOWS

2019 -

Current PhDs:

Victoria Reyseth, “Functional diversity, energy metabolisms and biochemical properties of
proteolytic and amino acid degrading microorganisms living in hydrothermal vent fields
(HVF)”. (co-supervisor)



2018 -

2018 -

2010-2017

2020 -
2009-2015

Petra Hribovsek (GEO) — main supervisor. The PhD-position is associated to the KGJ Centre
for Deep Sea Research and WP6; Bioprospecting and Biodiscovery.

Francesca Vulcano (BIO) - “Anaerobic alkane oxidation at Loki’s castle barite field:
microbial physiology at the basis of hydrocarbons cycling”. (Co-supervisor).

Former PhDs:

William Hocking, “Energy conservation mechanisms in the sulfate respiring archaeon
Archaeoglobus fulgidus VC16 - assessed by transcriptome profiling and comparative
genomics” (dissertation June 2015, co-supervisor).

Juliane Wissuwa, “The Arctic Mid-Ocean Ridge Vent Fields - A Valuable Resource for
Marine Bioprospecting?” (dissertation May 2016, co-supervisor).

Anders Schouw, “Isolation and genome analysis of Vallitalea guaymasensis L81; energy
metabolism, syntrophy and applications” (dissertation June 2018, co-supervisor)

Master students:

Sondre Olai Spjeld, will start his Master thesis January 2020 (Main supervisor).
Sepideh Mostafavi, Metagenome-based analysis of the functional potential of a marine
sediment community dominated by ANME-2c¢ (Graduated 2015, Grade A, co-supervisor).
Sophie Radeke, Diversity, function and interactions of anaerobic methanotrophs in Loki's
Castle Vent Field. (Graduated, 2015, Grade B, co-supervisor).

Carina Magnussen, Genekspresjon av karbonmonoksid dehydrogenase/acethyl-CoA syntase
komplekset og sat-ORF2-aprBA operonet i Archaeoglobus fulgidus (Graduated 2010, Grade
B, co-supervisor).

RESEARCH CRUISE
June/July 2019 16 days research cruise to the Arctic mid-ocean Ridge (AMOR) with the research Wessel G.O

SARS.

June/July 2007 10 days research cruise to AMOR with the research Wessel G.O SARS.
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Ridge vent field. PLoS One. 2019 Sep 6;14(9):0222216. doi: 10.1371/journal.pone.0222216.
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PMC5219744.

Wissuwa J, Stokke R, Feday AE, Lian K, Smalds AO, Steen IH. Isolation and complete genome
sequence of the thermophilic Geobacillus sp. 1I2AMORI1 from an Arctic deep-sea hydrothermal vent
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10.3389/fmicb.2015.01510. eCollection 2015. PubMed PMID: 26779165; PubMed Central PMCID:
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